As a result of a bug in the Perl script used to compare estimated trees with true trees, the clade confidence measures were sometimes associated with the incorrect clades. The error was detected by the sharp eye of Professor Sarah P. Otto of the University of British Columbia. She noticed a discrepancy between the example tree in Figure 1B and the results reported for the gene nuoK in Table 1 , and requested that she be sent all ten nuoK Bayesian trees. She painstakingly did a manual comparison of those trees with the true trees, concluded that for that dataset there was a strong correlation between clade confidence and the probability of a clade being true, and suggested the possibility of a bug in the Perl script. Dr. Otto put in considerable effort, and we want to acknowledge the generosity of that effort.
